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Through careful experimentation, Chargaff discovered two rules that helped
lead to the discovery of the double helix structure of DNA.

The first rule was that in DNA the number of guanine units equals the
number of cytosine units, and the number of adenine units equals the
number of thymine units. This hinted at the base pair makeup of DNA.

The second rule was that the relative amounts of guanine, cytosine, adenine
and thymine bases varies from one species to another. This hinted that DNA
rather than protein could be the genetic material.
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